ABSTRACT Pseudomonas fluorescens LBUM677 has shown the ability to increase plant biomass and seed oil yield in soybean, canola, and Buglossoides arvensis (corn gromwell) when inoculated in the rhizosphere. Here, we report a draft genome sequence of P. fluorescens LBUM677, with an estimated size of 6.14 Mb.
Ten core housekeeping genes (acsA, aroE, dnaE, guaA, gyrB, mutL, ppsA, pyrC, recA, and rpoB) from 48 closely related Pseudomonas spp. were retrieved from DDBJ/ENA/ GenBank and compared based on concatenated alignments using the CLC Genomics Workbench v8.0. The resulting neighbor-joining phylogenetic tree ( Fig. 1) indicated that P. fluorescens LBUM677's closest relative is P. fluorescens Pf0-1 and that it belongs to the P. fluorescens subclade 2, according to the classification by Loper et al. (8) .
Data availability. This whole-genome shotgun project has been deposited in DDBJ/EMBL/GenBank under the accession number CP038438. The version described in this paper is the first version. The accession number of the original read data set in the SRA is SRX5620962.
